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GCI/VCI: User Growth

➔ Total growth over 3 years: 1493%
➔ Average annual growth rate: 217%



VCI: Classified Variants Growth

➔ Total growth over 3 years: 2139%
➔ Average annual growth rate: 202%



GCI & VCI Modernization Overview

 

• Improved User Experience

• Scalability

• Data Accessibility

• Integration 

• Reliability 

• Maintainability

2.0 release



“Like for Like” Functionality

In 2.0 release

Current UI



“Like for Like”

In 2.0 release

Current UI



Platform Enhancements - Selecting a variant

In 2.0 release

Current UI



Platform Enhancements - Selecting a variant

In 2.0 release

Current UI



Platform Enhancements - Dashboard tables (VCI)



Platform Enhancements - Dashboard tables (GCI)



Platform Enhancements - Splice tool links (VCI)

In 2.0 release

SpliceAI varSEAK



Platform Enhancements - Medaka (GCI)



Platform Enhancements - SOP v8 (GCI)
Approval Modal

Evidence Summary



Platform Enhancements - Summary Text (GCI)
In 2.0 release, will become required!



Platform Enhancements - MONDO ID editing (GCI)
In 2.0 release or shortly after, ability to change MONDO IDs on GCI entries



Enabled Future Enhancements - GCI & VCI 

• Bulk curation workflow (variant prioritization, semi-automated evaluation)

• Data access (full data provenance, complex searches, comprehensive outputs)

• Task management (automatic alerts, tagging)

• Coordinator support (affiliation management, reports)

• Training support (training instances)

• Curation efficiency/usability (refactor UI) 

• Integration with other ClinGen systems (e.g. GeneTracker)



Milestone Details Allowed Users Date

Beta Release 2.0 Beta version of Demo site 
(no production data)

Volunteer registered users 11/13/2020

Official 2.0 Release Production & Demo sites 
switch over to 2.0 

All registered users 12/11/2020

GCI & VCI 2.0 Release Schedule



Type of testing Purpose Testers 

Pre-alpha testing Internal testing of specific features
Stanford Biocurators 

Alpha testing Internal full testing

Beta testing External users acceptance testing 20 VCI/GCI curators

Beta release Final check for bugs, provide public access 
to the new platform

Volunteer VCI/GCI users

GCI & VCI 2.0 testing to release process

Pre-Alpha    Alpha Beta Beta release Production 
Release 



VCI
Steven Harrison
Xi Luo
Megan Frone
Emily Groopman
Jessi Mester
Diane Zastrow 

VCI & GCI
Jenny Goldstein
Shannon McNulty
Shruthi Mohan
Mayher Patel
Justyne Ross
Emma Wilcox

GCI
Erin Riggs
Marina Distefano
Courtney Thaxton
May Flowers
Madeline Hughes
Alicia Byrne
Hannah McCurry
Taylor Bingaman

VCI & GCI 2.0 Beta Testers

Thank you!



Access to the Beta Release - for registered users  

1.  Navigate to https://curation-beta.clinicalgenome.org/
2. Click “login” in the upper right corner 
3. Enter the VCI/GCI registered email as “Username”

a. Enter any text into the password field - it does not need to be your current VCI/GCI password
b. You’ll be re-directed to the “Reset your password” modal

4. Click on “Resend Code”
5. Check email for the sent code 
6. Enter code and choose a password 

a. Note: This process will not affect your VCI/GCI production access or password 
7. You should now have access to the beta release 

 
STEP 4STEP 3

STEP 6

STEP 5

registered_email@domain.com

https://curation-beta.clinicalgenome.org/


Beta release access - troubleshooting and feedback

Troubleshooting

1. Issues seeing the dashboard once you’ve logged in?
a.  Refresh your web browser and clear the browser 

cache. 

2. Issues receiving the code in the email?
a. Check your spam email folder >10 minutes after 

clicking “send code” for the code.
b. Resending the code by clicking the “send code” 

button. 

3. Contact us at clingen-helpdesk@lists.stanford.edu
 

 

Feedback 

1. Fill out feedback on the beta release site on this public 
spreadsheet 
a. Feedback Spreadsheet

2. Contact us directly at clingen-helpdesk@lists.stanford.edu
 

 

mailto:clingen-helpdesk@lists.stanford.edu
https://docs.google.com/spreadsheets/d/1gK0QNnulgU29B85FQinvgWxC3sd9ZSr1_YbX77rVBVU/edit?usp=sharing
mailto:clingen-helpdesk@lists.stanford.edu


GCI & VCI 2.0 Rearchitecture Team

Matt Wright

Bryan Wulf

Gloria Cheung Christine Preston

Mark Mandell Howard Tong

Shaung Cheng Rao Madhavrao

Software Engineering Product Management / Biocuration



Variant and Gene Curation Interfaces (VCI/GCI)

Production: curation.clinicalgenome.org
Demo: curation-test.clinicalgenome.org

Help desk: clingen-helpdesk@lists.stanford.edu

Thank you!

mailto:clingen-helpdesk@lists.stanford.edu

